
Blood specimens of unrelated individuals were obtained from
101 males of Tibetan ethnic group (Lasa, Tibet, and China) and 133
males of Chinese Han ethnic group (Chengdu, Sichuan Province,
China). DNA was extracted using the Chelex method (1). An
allele-specific PCR assay was used for the two Y-chromosome
biallelic makers (2). PCR amplification conditions can be accessed
at http://www.legalmed.org/dna/m9.htm. The volume of PCR re-
action for each locus was 37.5 �L. PCR was performed in a
GeneAmp PCR System 9600. The PCR products were analyzed by
horizontal non-denaturing polyacrylamide gel electrophoresis with
discontinuous buffer system and visualized by silver staining (3).
Allelic frequencies were calculated through the gene counting
method and gene diversity was estimated according to Hou’s
method (4). The allelic frequencies and haplotype distribution of
the two loci in the two ethnic groups studied are given in Tables 1
and 2.

The complete data can be accessed at http://www.legalmed.
org/dna/m9.htm.
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TABLE 1—Allele frequency of loci M9 and M119 in two ethnic groups.

Allele Tibetan (n = 101) Frequency Diversity Han (n = 133) Frequency Diversity

M9G 61 0.6040 0.4832 16 0.1203 0.2138
M9C 40 0.3960 117 0.8797
M119A 101 1.0000 0.0000 121 0.9097 0.1659
M119C 0 0.0000 12 0.0903

TABLE 2—Haplotype frequency and diversity consisting of loci M9 and M119 in two ethnic groups.

Population Haplotypes Number Frequency Diversity SE

Tibetan (n = 101) M9C/M119A 40 0.3960 0.4832 0.0141
M9G/M119A 61 0.6040

Han (n = 133) M9C/M119A 105 0.7895 0.3568 0.0341
M9C/M119C 12 0.0902
M9G/M119A 16 0.1203
M9G/M119C 0 0.0000


